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SEQUENCE LISTING 

<110> Moloney, Maurice M. 
Habibi, Hamid R. 

<120> Expression of Somatotropin in Plant Seeds 

<130> 9369-183 

<140> 
<141> 

<150> US 09/210,843 
<151> 1998-12-15 

<160> 2 

<170> Patentin Ver . 2.0 

<210> 1 
<211> 1101 
<212> DNA 

<213> synthetic construct 
<400> 1 

ATGGCGGATA CAGCTAGAGG AACCCATCAC GATATCATCG GCAGAGACCA GTACCCGATG 60 
ATGGGCCGAG ACCGAGACCA GTACCAGATG TCCGGACGAG GATCTGACTA CTCCAAGTCT 12 0 
AGGCAGATTG CTAAAGCTGC AACTGCTGTC ACAGCTGGTG GTTCCCTCCT TGTTCTCTCC 18 0 
AGCCTTACCC TTGTTGGAAC TGTCATAGCT TTGACTGTTG CAACACCTCT GCTCGTTATC 240 
TTCAGCCCAA TCCTTGTCCC GGCTCTCATC ACAGTTGCAC TCCTCATCAC CGGTTTTCTT 30 0 
TCCTCTGGAG GGTTTGGCAT TGCCGCTATA ACCGTTTTCT CTTGGATTTA CAAGTACGCA 3 60 
ACGGGAGAGC ACCCACAGGG ATCAGACAAG TTGGACAGTG CAAGGATGAA GTTGGGAAGC 42 0 
AAAGCTCAGG ATCTGAAAGA CAGAGCTCAG TACTACGGAC AGCAACATAC TGGTGGGGAA 480 
CATGACCGTG ACCGTACTCG TGGTGGCCAG CACACTACTC TCGTTCCACG AGGATCCGAC 540 
AACCAGCGGC TCTTCAATAA TGCAGTCATT CGTGTACAAC ACCTGCACCA GCTGGCTGCA 600 
AAAATGATTA ACGACTTTGA GGACAGCCTG TTGCCTGAGG AACGCAGACA GCTGAGTAAA 660 
ATCTTCCCTC TGTCTTTCTG CAATTCTGAC TACATTGAGG CGCCTGCTGG AAAAGATGAA 72 0 
ACACAGAAGA GCTCTATGCT GAAGCTTCTT CGCATCTCTT TTCACCTCAT TGAGTCCTGG 780 
GAGTTCCCAA GCCAGTCCCT GAGCGGAACC GTCTCAAACA GCCTGACCGT AGGGAACCCC 84 0 
AACCAGCTCA CTGAGAAGCT GGCCGACTTG AAAATGGGCA TCAGTGTGCT CATCCAGGCA 9 00 
TGTCTCGATG GTCAACCAAA CATGGATGAT AACGACTCCT TGCCGCTGCC TTTTGAGGAC 960 
TTCTACTTGA CCATGGGGGA GAACAACCTC AGAGAGAGCT TTCGTCTGCT GGCTTGCTTC 1020 
AAGAAGGACA TGCACAAAGT CGAGACCTAC TTGAGGGTTG CAAATTGCAG GAGATCCCTG 108 0 
GATTCCAACT GCACCCTGTA G 1101 

<21G> 2 
<211> 366 
<212> PRT 

<213> synthetic construct 
<400> 2 

Met Ala Asp Thr Ala Arg Gly Thr His His Asp lie lie Gly Arg Asp 
15 10 15 

Gin Tyr Pro Met Met Gly Arg Asp Arg Asp Gin Tyr Gin Met Ser Gly 
20 25 30 

Arg Gly Ser Asp Tyr Ser Lys Ser Arg Gin lie Ala Lys Ala Ala Thr 
35 40 45 

Ala Val Thr Ala Gly Gly Ser Leu Leu Val Leu Ser Ser Leu Thr Leu 
50 55 60 
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Val Gly Thr Val lie Ala Leu Thr Val Ala Thr Pro Leu Leu Val lie 
65 70 75 80 

Phe Ser Pro lie Leu Val Pro Ala Leu He Thr Val Ala Leu Leu He 
85 90 95 

Thr Gly Phe Leu Ser Ser Gly Gly Phe Gly He Ala Ala He Thr Val 
100 105 110 

Phe Ser Trp He Tyr Lys Tyr Ala Thr Gly Glu His Pro Gin Gly Ser 
115 120 125 

Asp Lys Leu Asp Ser Ala Arg Met Lys Leu Gly Ser Lys Ala Gin Asp 
130 135 140 

Leu Lys Asp Arg Ala Gin Tyr Tyr Gly Gin Gin His Thr Gly Gly Glu 
145 150 155 160 

His Asp Arg Asp Arg Thr Arg Gly Gly Gin His Thr Thr Leu Val Pro 
165 170 175 

Arg Gly Ser Asp Asn Gin Arg Leu Phe Asn Asn Ala Val He Arg Val 
180 185 190 

Gin His Leu His Gin Leu Ala Ala Lys Met He Asn Asp Phe Glu Asp 
195 200 205 

Ser Leu Leu Pro Glu Glu Arg Arg Gin Leu Ser Lys He Phe Pro Leu 
210 215 220 

Ser Phe Cys Asn Ser Asp Tyr He Glu Ala Pro Ala Gly Lys Asp Glu 
225 230 235 240 

Thr Gin Lys Ser Ser Met Leu Lys Leu Leu Arg He Ser Phe His Leu 
245 250 255 

He Glu Ser Trp Glu Phe Pro Ser Gin Ser Leu Ser Gly Thr Val Ser 
260 265 270 

Asn Ser Leu Thr Val Gly Asn Pro Asn Gin Leu Thr Glu Lys Leu Ala 
275 280 285 

Asp Leu Lys Met Gly He Ser Val Leu He Gin Ala Cys Leu Asp Gly 
290 295 300 

Gin Pro Asn Met Asp Asp Asn Asp Ser Leu Pro Leu Pro Phe Glu Asp 
305 310 315 320 

Phe Tyr Leu Thr Met Gly Glu Asn Asn Leu Arg Glu Ser Phe Arg Leu 
325 330 335 

Leu Ala Cys Phe Lys Lys Asp Met His Lys Val Glu Thr Tyr Leu Arg 
340 345 350 



Val Ala Asn Cys Arg Arg Ser Leu Asp Ser Asn Cys Thr Leu 
355 360 365 



